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O|HIE X|Z2|AE NGS Library Prep for Low input, Single—cell DNA

Code H=3 2 Input Sample Applications

SMARTer® PicoPLEX® Gold Single Cell _ 1-5cells * Single cell DNA-Seq
R300669 243| + Single cell CNV, SNV &=

DNA-seq Kit 15pg —30pg DNA . pGS/PGD (NGS)

. . ) ) 1 =10 cells - Single cell WGA
R300671  SMARTer® PicoPLEX® Single Cell WGA Kit ~ 243| - Single cell CNV Z#Z

15pg =50 pg DNA . pGS/PGD (Array, PCR, NGS)

- HEXQI Low input DNA-Seq
R400674  SMARTer® ThruPLEX® DNA-Seq Kit 50 pg - 50 ng DNA  + ChIP, CUT&RUN-seq
« FFPE DNA, cell-free DNA-Seq

* Cell-free DNA-Seq

® ® — g —
R400679 SMARTer® ThruPLEX® Plasma—Seq Kit 1 ng — 30 ng cfDNA e e

+ NGS library with unique
molecular tags (1,6002t7H UMT)

- Low frequency gene &

+ Cell-free DNA-Seq

R400584  SMARTer® ThruPLEX® Tag-seq 6S (12) Kit 1 ng - 50 ng DNA

100 ng — 1 ug RNA
R500653 SMARTer® microRNA-Seq Kit . J _ « MicroRNA-Specific NGS
2 ng — 200 ng miRNA
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Applications

for SNV and CNV detection

SMARTer® PicoPLEX® Gold Single Cell DNA-Seq Kit (Code R300669)
for high—quality DNA library from single cells for lllumina®

« Detect copy number variants (CNV)
» Single nucleotide variants (SNV)
« Indel, small structure variants

+ PGS/PGD

Easy protocol

+ 4 reaction steps protocol
+ Fixed or unfixed single cell

4 Steps, 30 min - Simple and fast protocol

5 min

Step 1

Add Cell Extraction

Master Mix

Single cell \{:" AMPure

5 min
Step 2
Add Pre—Amplification
Master Mix

e —
b 15 min

v

High performance

@ Single—cell DNA Library Preparation

« Input: 1 - 5 mammalian cells (15 - 30 pg DNA)

+ Highly uniform coverage with low allele drop—in
and drop—out rate

+ Outperform MDA for SNV detection

Fast library prep

« Total library prep : 3 hours
+ Hands—on time : 30 min

30 min
15 min Han_ds—on
Step 3 time
Pre Amplification
Cleanup

wﬁ Ampllfled library

——— > Analysis

A single NGS assay for SNVs and CNVs with shallow sequencing

1 cell
or PicoPLEX
Gold
* ~ 3 hours
5 cells

lllumina Index 1
DNA-seq library

AmpliSeq

lllumina Index 1 DNA-seq+Am-—
pliSeq Index 2 amplicon library

3. Workflow and timeline for SNV and CNV analysis using PicoPLEX Gold and the AmpliSeq Hot-Spot Cancer Panel

CHA 70| single cel 22 E SMARTer® PicoPLEX® Gold Single Cell DNA-seq Kit (PicoPLEX Gold)2t lllumina® AmpliSeqS 023104,
ZHESIAC (0.5 million 75bp paired-end reads). 0|
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* 4 Reaction steps
+ 30 min hands—on time

- Cross—contamination Zf4
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Breaking performance barriers in NGS library preparation
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CNV (Index 1) and

SNV (Index 2) analysis
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